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Key aspects

Benefit from comprehensive testing:

80% of late stage patients profit from exacta’s
thorough testing, enhancing treatment plans.

344 Days median survival:

Patients tested with exacta have a median
survival of 344 days in metastatic settings from
the day of testing.

Long-term survivorship:

15-30% of patients in advanced stages live
significantly longer than one year with exacta’s
personalised approach.

The three most

7 Clinical trials published:

im porta nt fa Cts exacta’s efficacy is backed by 7 clinical trials and

numerous abstracts at conferences like ASCO,
ESMO and DKK.

99 0/0 Clinical experience since 2016:

L exacta has been gaining experience from clinical
Clinical relevance: trials since 2016, with real-world applications in

exacta ensures that aimost every test provides ~ Europe since 2019.
actionable information, significantly improving

patient care and treatment planning. exacta Timely results:

Time is a critical factor for effective treatment,

| i | [0)
delivers clinically relevant results in 99% especially in challenging cases. exacta delivers
of tests, far exceeding the typical 40% of timely and accurate results, crucial for effective
comprehensive gene panels. treatment decisions.

0 Clear results:
40 [ | 55 /o exacta provides comprehensive findings and
ensures clarity and applicability.

Objective response rate:

Therapies based on the results of exacta Guideline-relevant and off-label
recommendations:

analysis lead to significant treatment success, o

y, 9 . ) i exacta covers NCCN/FDA guidelines and
even in advanced situations. exacta achieves @ ot jabel therapies, ensuring comprehensive
40-55% objective response rate. treatment options.

0 Smart combination therapy:
- O exacta facilitates intelligent combinations of
chemotherapy, targeted therapies, anti-hormonal

Longer PFS: treatments and immunotherapies for superior

Patients experience a 25-40% longer outcomes.

progression-free survival (PFS) compared to Integrative therapeutics:
previous therapies. Extended PFS directly As an option, complementary therapies can also
correlates with overall survival. be tested.



What is being tested

exacta Basic exacta Basic exacta exacta
(Tissue+Blood) (Blood) (Tissue+Blood) (Blood)
Tumour DNA / ctDNA 511 genes 411 genes 511 genes 411 genes
Fusions 51 genes 12 genes 51 genes 12 genes
Transcriptome via NGS - - ~ 20,800 genes ~ 20,800 genes
Cancer pathways - - v v
T™MB v v v v
MSI - - v -
IHC - - v -
MMR (gDNA) - - - v
Immunocytochemistry (ICC) v v v v
Pharmacogenetics (PGx) - - v v
BRCA1/2 (depends on organ) v v v v
CTCs v v v v
Chemoresistance profile > 70 drugs > 70 drugs > 70 drugs > 70 drugs

Tissue and blood
in combination

511 genes
via NGS
BRCA1/2
TMB
MSI/MMR

exaota

CTC:
chemotherapy
efficacy,
immuno-
cytochemistry

Transcriptome

When to
use it

e Difficult to treat solid
tumours

e Progressive disease

¢ \Whenever challenges
during cancer journey
arise
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The most comprehensive tumour investigation

Sample requirement:

40ml blood in STRECK and EDTA tubes

Optional: 40 ml blood in STRECK and EDTA tubes as well as FFPE
tissue block with sufficient amount of tumour content

Turn around time (TAT):
12-14 working days from receipt of the sample in our laboratory
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